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Identification of Colletotrichum species Causing Anthracnose Disease of Coffee
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Abstract

Arabica coffee is a good variety as its yield is profitable to farmers, including the tribe people. Arabica
coffee is grown in northern and northeastern Thailand with upland plantation and cool temperature. However, this
plant is seriously attacked by a fungal pathogen causing anthracnose disease on leave and berry. The disease
symptom was found in both pre- and post harvest. The casual pathogens reported were Colletotrichum coffeanum
and C. kahawae which morphological markers similar to C. gloeosporioides. So, morphological index for
Colletotrichum identification is very imperative. DNA sequencing and Restriction Fragment Length Polymorphism-
Polymerase Chain Reaction (RFLP-PCR) technique was selected to ensure for fungal identification.
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Figure 1 Colony characteristics of Colletotrichum spp. J N _ K
on PDA, A) 2217, B) 2309, C) 2317,D) 2318, E) 2319, F)

2320, G) 2323, H) 2324, 1) 2325,J) PHNO1 and K)
PHO60.

Figure 2 (A-K) Spore shapes of Colletotrichum spp. A) 2217, B) 2309,
C) 2317, D) 2318, E) 2319, F) 2320, G) 2323, H) 2324, |) 2325,
J) PHNO1, K) PHO60 and L) seta of 2217 (x100 magnification).
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lalaian 2324 Gailu C. kahawae Nigtlivaadindlowiu windulauunnsdrsainnguidlu C. gloeosporioides
lszanne 40 wefidus Tearamnszdiaaninueenisdnen gene 1B ITS fal@as C. gloeosporioides clade (Weir
et al., 2012)

Table 1 Identity and similarity of nucleotide sequencing from Collefotrichum spp. compared to database of
Genbank using the basic BLAST

Isolate Nucleotide (bp) Accession Species Identity (%) E value
2271 593 EF423544.1 Glomerella cingulata 99 0
2309 586 JX010159.1 Colletotrichum siamense 99 0
2317 598 KX197386.1 Colletotrichum gloeosporioides 99 0
2318 607 KR704204.1 Colletotrichum gloeosporioides 99 0
2319 610 KX197389.1 Colletotrichum gloeosporioides 99 0
2320 621 KM881568.1 Colletotrichum gloeosporioides 99 0
2323 675 JX231012.1 Colletotrichum gloeosporioides 99 0
2324 620 JX010214.1 Colletotrichum kahawae 99 0
2325 543 AY266391.1 Colletotrichum gloeosporioides 99 0
PHNO1 669 KU534983.1 Colletotrichum gloeosporioides 99 0
PHO60 608 KU534982.1 Colletotrichum gloeosporioides 99 0
Isolate 2317
Isolate PHNO1
Isolate 2320
Isolate PHOBO
& Isolate 2323
Isolate 2325
Isolate 2318
58 C. gloeosporioides AIFS2
Isolate 2319
55 C. C12546
Isolate 2303

IGIumsrella cingulata isolate P099
o1 | Isolate 2271

IC kahawae C1200.1
55 Isolate 2324

Fusarium oxysporum
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Figure 3 Phylogenetic tree of relationship between 11 isolates of Colletotrichum spp. compared to some isolates
from NCBI database based on UPGMA clustering.
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