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Diversity of Moulds in Fresh Longan
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Abstract

The objective of this study was to determine the diversity of moulds on harvested fresh longan for dried
product preparation. Initially, fresh longan were collected from Chiang Mai in July 2007; the fungi were then
isolated from pericarp, fruit, seed and stem-end by tissue transplanting technique and mould identification was
performed based on morphological characteristics. A total of 121 isolates were obtained in which 83 isolates
(68.59%) were from pericarp; 32 (26.45%) from fruit; and 6 (4.96%) from seed and stem-end, respectively. The
mycobiota was dominated by Lasiodiplodia (30.60%), Aspergillus (14.10%), Penicillium (11.00%), Xylaria
(14.10%), Fusarium (5.00%), Rhizopus (4.5%), Pestalotiopsis (4.5%) and Trichoderma (3.50%). Besides,
unidentified fungi were also present and accounted for 11.60%.
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Figure 1 Percentage and species of fungi founded on fresh Longan fruit after morphological

and molecular identification.
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Figure 2 Species of fungi that isolated from pericarp, fruit, seed and stem-end

Aasaluazagl

L%mﬁﬁ'mq@wmmz‘iﬂ%mmnﬁ'mﬁ@L%@'luﬁﬁa Lasiodiplodia (30.57%) $89a9N1ARAWE  Aspergillus
(14.05%), Xylaria (13.10%), Penicillium (10. 74%) Fusar/um (4. 95%) Pestalotiopsis (4.13%), Rh/zo,ous (4 13%) LAy
Trichoderma (3.30%) ANNATAL Imﬂmmmmm%}wumm’m’mmmmmmﬂmn ssaNARdIutana Tesennded
ALTILNIUNITILTBITAN (2535) V]W‘Ulﬂm Asperg///us niger, Aspergillus sp., Penicillium sp Fusarium sp.,
Pestalotiopsis sp. Tum@nmiﬂmw Lz D e sanannlunadnless LL&IMN@@WM?QW‘LAWUM@ Pestalotiopsis sp.
WaE Fusarium sp. mﬂmm m'auﬂuﬂﬂmmum (2537) X318 U3 WL Pestalotiopsis sp. mmm@ﬂmﬂmmﬂqmmﬂ@
Curvoralia sp. WAy Pestalotiopsis theobromae NNUAREIUad Suwannakood (2007); ‘WmﬁL‘nﬂ Lasiodiplodia sp. WaY
Pestalotiopsis sp. Augnaingauasn Lazianaresanlogaudainlnagey pathogenicity sanadnletuandls
gz Lasiodiplodia sp. Wax  Pestalotiopsis sp. flauanunsalunissendnllluiions wazdanalngnss
u‘ﬂﬂmﬂ&uuﬁq Sardsud et al., (1998) L ERTINR G ST e Lasiodiplodia theobromae W8y Pestalotiopsis spﬁm‘flu
dasman endophytic Fwsuanledaudeluata Xylaria '%”mLﬂuﬁfﬂﬁ@‘fmiuﬁﬁﬂﬁqﬁqLﬂuﬁfﬂuﬂ@"u endophytic
Tutraneaia

AIALANM
anniAdamalulagundsnsfiufes  gududanssuwmalulagivdinisfiufios  nedadadnen Ay
Ingnenans Toudisangndy snanendedaslud uarlaseaniseuinduasldusslaminonumainuatanisdonan

1aN&198199

B0 loeder, 2535, Tanmesuadnleiugnerneuwazudimafufien. Inendrannmiuin @it auzAneans
unanenaedeslvad. 134 wri,

Aineuldnnsensaannlad nszngaewaiaed, 2551. T’]ﬂﬂ’luﬂ?‘&ﬂmuﬂ:yjﬂﬁﬁm?dd’ﬂ’aﬂﬂnﬂﬂ’ﬂuLLﬁxﬁ uensedszina 1 2547-2551.
[imu@@uimi].wmfim http://agri.ditgo.th. (28 AA1AN 2551).

Anpuusd wndades, 2537, derludesenuarionatesdnleiusne. menAansuniudin an91@39anen wnAnendedeslud. 110
el

Jeewon R., E. Liew and K.D. Hyde, 2002. Phylogenetic relationship of Pestalotiopsis and allied genera inferred form ribosomal
DNA segence and morphological charecters. Molecular Phylogenetica and Evolution. 25: 378-392.

Sardsud, V., C. Sittigul, U. Sardsud, and P. Chantrasri, 1998. Endophytic fungi in longan. ACIAR Proceedings. 81:147-152.

Suwanakood, P. (2007). Development of Fungal Fruit Rot Disease no Fruit Peel and Stem-End of Postharvested Longan(Dimocarpus
longan Lour.) CV. DAW. Ph.D. THESIS. CHIANG MAI UNIVERSITY: 74

Vilgalys, R., J. S. Hopple, and D. S. Hibbett, 1994. Phylogenetic implications of generic concepts in fungal taxonomy: The impact of

molecular systematic studies. Mycologica Helvetica. 6:73-91.

Whalley, A.J.S. (1996). The Xylariaceous way of life. Mycological Research.100: 897-922.

White T.J., T.D. Bruns., S. Lee and J. Taylor, 1990. Amplification and direct sequencing of fungal ribosomal RNA genes for
phylogenetics. San Diego: In: Innis M.A., D.H. Gelfland., J.J. Sninsky and T.J. White (Eds.). PCR protocols: a guide to
methods and applications Academic Press.



