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Abstract

In 2005, the contamination of Salmonella spp. in fresh produce exporting affected on the import-export
factory and all the stakeholders in this business, especially farmers. The contamination of this pathogen caused
unreliable and more stringency in inspection by oversea buyers. The PCR technique which known as rapid
method and internationally accepted test system in combination with MPN technique was conducted to compare
with conventional method in the detection the amounts of Salmonella spp. in exported sweet basil, from
Nakhonpathom province, and also in the surrounded environment. The results showed that pre-washed, post-
washed and unloaded sweet basil exporting samples (n=10) were contaminated with Sa/monella spp. 60, 100 and
40%, respectively. The isolates were done serotyping and found Hvittingfoss (group 1) in pre-washed sweet basil.
While surrounded environmental samples such as soils, manures, irrigation water (15 samples each) and gloves
(n = 8), trimming tables (n = 6) and scissors (n = 5) were contaminated with Salmonella spp. at 33.33, 26.67,
53.33, 87.5, 100 and 60%, respectively. Serotype Bovismorbificans (group C) and Aberdeen (group F) were found
from gloves and trimming tables. The detection of Salmonella spp. contaminated by PCR technique found positive
56.38% while the conventional method found 4.25% from 94 samples.
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Table 1 The population of Sa/monella spp. found in Sweet basil

Range of
Number Contaminate Mean + SD ) Serotype
Sample contaminate )
of sample of sample (%) (MPN/g) (isolates)
(MPN/g)
S. Hvittingfoss
Before washing 10 40 1.68+£23 < 3.0-6
(Group 1) (3)
After washing 10 100 47.82+73.8 3.6-210 -
After
transporting 10 60 412+6.2 < 3.0-20 -
to factory

douiBununistuileuaniae Saimonella spp. luwlaamnzignlaun Au fauaztn @ldinnzilgn) aruou
oo . i ¥ o o o . . t oy
1insatnaay 15 Faeting wunstuianda Saimonelia spp. Wwatwau 5, 4 uay 8 et mua1su Taaild
Tunainnzdgniaruusosteninsduilewdludiuusnanduiensy 53.34 Auuaviladanuausioatnainung
uitlendesndn Andufesay 33.34 uay 26.67 AuasL IaefdsNNureT@e Saimonella spp. NRTaNL TUALLAY
fefinistwilewrasialuBuiuiminiuae < 3.0 fis 15 MPN/g FeanuaudannusnnifuasainilanBeuieuiy
3 g
Pununislutensesdennmanuluinldiniilgn  eerlsinffunnusenganganuiuidlewluiimizilgn Hen
winrid 7.4 MPN/ml (Table 2)

Table 2 The population of Sa/monella spp. found in farm environment and trimming area

Number Contaminate Range of
Mean + SD Serotype
Sample of of sample 2 contaminate i
(MPN/g, ml, cm®) z (isolates)
sample (%) (MPN/g, ml, cm®)
Soil 15 33.34 294+49 <3.0-15 -
Fertilizer 15 26.67 2.63+4.38 <3.0-15 -
Irrigation water 15 53.34 091+1.9 <0.3-74 -

S. Aberdeen (group F)(1)
Glove 8 87.5 0.62+0.5 <0.3-1.5 S. Bovismorbificans
(group C)(5)
S. Aberdeen (group F)(2)
Trimming table 6 100 0.54+£09 0.06-2.4 S. Bovismorbificans
(group C)(1)
Scissors 5 60 0.68 £0.7 <0.3-1.6 -

annnnanmalBunnnsuitieusecds Salmonelia spp. LTNUAARARUAS (Table 2) WU qqﬁﬂ MG
uaznarlnathBunamstuiiewedsreadelussiuilifpuunnaefuann A 0.62, 0.54 uay 0.68 MPN/cm’
sy winugasnsluieusesifeiausisrauinanhadlefeuiumedeniieuaznerlng Ae 0.06-2.4
MPN/cm’ ﬁ@lﬂummwﬁ'ﬁq'aﬂ'm’imﬁ@LL@vﬂﬁ"l,ﬂiﬁmaﬂ?ﬁmmmiﬂwﬁ@mmL%@whﬁu < 0315 uay < 0.3-1.6
MPN/cm’ AMuansL LL@wWUﬂ’]?ﬂuLﬂ@uUiL’JmImw[ﬂﬂLL[}’I\W]ﬂ[ﬂ'J’ﬂEN (?fﬂﬂmy 100) snﬂmmmmmumﬂmqmmLL@W
netlnsfiinstudlewyindusesas 87.5 uax 60 Wmmmu u@ﬂmﬂummmﬂmLmﬂmﬂwuﬁmmm Salmonella spp.
Ifansiaating geieuazifzsinus anFeEnas 2 Tafananfluduon 2 aneiug i Salmonella Aberdeen

(group F) Waz Salmonella Bovismorbificans (group C)
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